The asymmetric unit of the title compound, C 15 H 16 N 2 O 3 , contains two independent molecules, which present a different conformation of the carboxylic acid side chain [C-C-C-OH torsion angles = 65.3 (7) and À170.1 (5) ]. In both molecules, the dihydropyridazinone ring adopts a geometry intermediate between a twisted-boat and a half-chair conformation, while the central six-membered ring is almost in a half-boat conformation. In the crystal, molecules are linked by O-HÁ Á ÁO k (k = ketone) hydrogen bonds, generating [011] chains. Aromatic -stacking contacts between the benzene and the dihydropyridazinone rings [centroid-centroid distance [3.879 (9) Å ] are also observed.
Related literature
For background to the bioactivity of pyridazinone derivatives, see: Masciocchi et al. (2013) . For structural and molecular modeling studies, see: Toma et al. (1990) . For the chemistry of pyridazinone derivatives, see: Costantino et al. (1996) . Table 1 Hydrogen-bond geometry (Å , ).
O2A-H2AÁ Á ÁO1B 0.92 (7) 1.78 (7) 2.651 (6) 158 (6) O2B-H2BÁ Á ÁO1A 0.90 (6) 1.75 (6) 2.598 (7) 157 (5) Data collection: CAD-4 EXPRESS (Enraf-Nonius, 1994 ); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo, 1995 In our previous researches focused on the discovery of new inhibitors targeting aberrant STAT3 signaling for the treatment of human cancers, we evidenced that several pyridazinone derivatives were able to interfer within the STAT3 pathway (Masciocchi et al., 2013) . As the size of the central ring plays a main role in determining the conformational properties for this class of compounds, we investigated the extent of planarity of the phenyl with respect to the other cycles by crystallographic analysis determining the molecular structure of the title compound. The asymmetric unit of the title compound ( 
S2. Crystallization
After many attempts weakly diffracting yellow prisms were grown by slow evaporation of a 30:70 water/methanol solution.
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S3. Refinement
Crystal data, data collection and structure refinement details are summarized in Table 1 . All non-H-atoms were refined anisotropically. The H-atoms positions bonded to heteroatoms were obtained by a close examination of a final difference Fourier, while the remaining ones were introduced at calculated positions and refined with fixed isotropic thermal parameters (1.2 Ueq of the parent atom).
Figure 1
The molecular structure of the asymmetric unit of the title compound, showing displacement ellipsoids for non-H atoms at the 40% probability level. 
Data collection
Enraf-Nonius TurboCAD-4 diffractometer Radiation source: fine-focus sealed tube Graphite monochromator non-profiled ω/2θ scans 5412 measured reflections 4682 independent reflections 1412 reflections with I > 2σ(I) 1.515 (7) C3B-C4B 1.478 (7) C3A-H3A 0.9800 C3B-H3B 0.9800 C4A-C5A
1.459 (7) C4B-C5B 1.459 (7) C5A-C6A
1.377 (7) C5B-C9B 1.388 (7) C5A-C9A
1.399 (7) C5B-C6B 1.397 (7) C6A-C12A
1.380 (7) C6B-C12B 1.389 (7) C6A-C7A
1.526 (8) C6B-C7B 1.501 (7) C7A-C8A
1.457 (7) C7B-C8B 
